The reaction of 2-bromo-1-(6-bromo3-pyridyl)ethanone with 2-amino-3-methylpyrazine may potentially produce either 2or 3-(6-bromo3-pyridyl)-8-methylimidazo [1,2-a]pyrazine. The present study shows that the compound with bromopyridyl substituent in position 2 of imidazopyrazine represents the major product of this reaction (Fig. 1) .
The structure of the title compound, C 12 H 9 BrN 4 , prepared by the reaction of 2-bromo-1-(6-bromo-3-pyridyl)ethanone with 2-amino-3-methylpyrazine indicates that the compound with the bromopyridyl substituent at position 2 of the imidazopyrazine fused-ring system represents the major product of this reaction. The plane of the pyridine ring forms a dihedral angle of 16.2 (2) with the essentially planar (r.m.s. deviation = 0.006 Å ) imidazopyrazine system. In the crystal, molecules are linked by weak C-HÁ Á ÁN interactions.
Related literature
For the structure of the related imidazo(1,2-a)pyrazine deivative, see: Lumma & Springer (1981 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry codes: (i) Àx þ 1; Ày þ 2; Àz þ 2; (ii) Àx þ 5 2 ; y þ 1 2 ; Àz þ 3 2 .
Data collection: APEX2 (Bruker, 2007) ; cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL.
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: HB5478).
The plane of the pyridine ring N1, C1-C5 forms the dihedral angle of 16.2 (2)° with the essentially planar imidazopyrazine system N2, N3, N4, C6-C11. Strange though it may seem, only one purely organic structure with non-protontated non-fused imidazo(1,2 -a)pyrazine system with only carbon substituents has been published heretofore (Lumma & Springer, 1981) . The geometry of the bicyclic fragment in this structure is in good agreement with that of the title compound.
Experimental
A mixture of 2-bromo-1-(6-bromo-3-pyridyl)-ethanone (2.70 g, 9.68 mmol), 2-amino-3-methylpyrazine (1.06 g, 9.68 mmol), and sodium bicarbonate (1.22 g, 14.5 mmol) in 40 ml of 2-propanol was heated at 80°C overnight. After cooling down to rt, the reaction mixture was concentrated to dryness. The resulting residue was partitioned between ethyl acetate (100 ml) and water (100 ml). The organic phase was washed with brine (1 × 100 ml), dried over sodium sulfate, concentrated to dryness, and purified by column chromatography with 0 --> 5% MeOH/EA to afford the desired product as a solid (1.25 g, 44.7% yield).
Colourless needles of (I) were grown by slow evaporation of an ethanol/dichloroethane solution.
Refinement
All H atoms were placed in geometrically calculated positions (C-H 0.95 Å for aromatic and 0.98 Å for methyl H atoms, respectively) and included in the refinement in riding motion approximation. The U iso (H) were set to 1.2U eq of the carrying atom (1.5U eq for methyl H atoms). The maximum residual density peak 1.23 e/Å 3 is located at a distance of 0.99 Å from the Br1 atom; the deepest hole -1.30 e/Å 3 is at a distance of 0.78 Å from the Br1 atom. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
Geometric parameters (Å, °)
Br1-C1 1.905 (5) C3-H3 0.9500 N1-C1 1.316 (7) C4-C5 1.381 (7) N1-C5 1.347 (7) C4-C6 1.458 (7) N2-C8 1.340 (6) C5-H5 0.9500 N2-C6 1.371 (6) C6-C7 1.393 (7) N3-C7 1.359 (6) C7-H7 0.9500 N3-C8 1.382 (6) C8-C9 1.424 (7) N3-C11 1.386 (6) C9-C12 1.482 (7) N4-C9 1.327 (6) C10-C11 1.335 (7) N4-C10 1.371 (7) C10-H10 0.9500 C1-C2 1.384 (7) C11-H11 0.9500 C2-C3 1.369 (7) C12-H12A 0.9800 C2-H2 0.9500 C12-H12B 0.9800 C3-C4 1.401 (7) C12-H12C 0.9800
Hydrogen-bond geometry (Å, °) 
